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Repeat the protocol for field two.

Move to the Next Field Repeat for this Field Flexibility in Data Management

Digital Scan in Large Image Navigator: Total grains and Cellular Grain data are Export immediately or wait for the entire
- Move the Pan box to the next, collected for each field of view. project to be completed.
slightly overlapping field in the BIOQUANT keeps track of previously * Mean Grain Size
Sampling Area to be measured. measured objects, eliminating guesswork - Estimated Background Grain

Live Image with Microscope: from data collection. Density

+ Move the stage to the next, slightly + Estimated Background Grain
overlapping field in the Sampling Number
Area to be measured. + % Cellular Grain Area

+ Estimated Cellular Grain Number
+ Estimated Cellular Grain Density
+ Cellular Grain Density Ratio

This is a sample protocol. It is easily modified for different animals, tissues, embedding methods, and stains. All
parameters can be renamed. New calculations can be added. Both live imaging and scans are supported. Measure

at the magnification that is best for your histology. Find out more: www.bioquant.com/lifescience






